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RAD-Seq: Restriction-site Associated DNA Sequencing

DNA Segment
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Restriction Enzyme
Digestion Sites

enzyme recognition site

GTGGTCATGCATCGTAGTGCACATGGCATGTGCAGTCAT
CACCAGTACGTAGCATCACGTGTACCGTACACGTCAGTA

genomic sequence

Query region around digestion site using next-gen
sequencing platform
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” ” Restriction enzymes
Restriction enzyme digestion
Ligation of P1 adapters

lllumina Multiplexing Restriction site
adaptor barcode

Pooling of samples
Shearing, Size Selection
Adapter ligation (P2)
PCR enrichement

P2 adapter
Barcoded RAD end Sheared end
Single end sequencing / \ Paired end sequencing
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CACGTGCACCAGTACGTAGCATCTCGT

CACCAGTACGTAGCACCTCGT Sample 1

Sample | CACCAGTACGTAGCACCTCGT [:> Genotype:

CACCAGTACGTAGCACCTCGT C/C
CACCAGTACGTAGCACCTCGT

CACCAGTACGTAGCACCTCGT

CACCAGTACGTAGCACCTCGT Sample 2
Sample || Genotype:
CACCAGTACGTAGCAACTCGT C/A
CACCAGTACGTAGCAACTCGT
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DNA Segment

RAD Platform

Low Densily e

Mid Density e w— —————— —

High Density e —

BFEERT EaX b, RRGAEATRLY (e.g. SbpRREOHRBRERD v ~)
EEESET 2R b, BREAZEL (e.g. bpRBHEOFRERD v F)

DNA Segment

Whole Genome Sequencing
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