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MCS of pEX-K4 
 

 
 
Start point: gene insertion site  

  (G of GTGG 3’ of “your gene” is bp no. 1) 
Multiple Cloning Site: bases 2478-30 
lac Promoter: bases 28-143 
pUC origin: bases 404-1023 
Kanamycin resistance ORF: bases 1309-2103 
pEX-For priming site: bases 2380-2400 
pEX-Rev priming site: bases 75-100 
 
 

GGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGC

TGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACcaattgGT

CGACctcgagTTAATTAACGTA>your_gene>GTGGGCGATCGCtctagaGC

TAGCgaattcCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACG

AGCCGGAAGCATAAAGTGTAAAGCCTG 

>your gene> 
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Full Sequence of pEX-K4 (2507 bp) 
 
          (1) 
_YOUR_GENE_gtgggcgatcgctctagagctagcgaattcctgtgtgaaattgttatccgct cacaa
ttccacacaacatacgagccggaagcataaagtgtaaagcctggggtgcct aatgagtgagctaactc
acattaattgcgttgcgctcactgcccgctttccagtcgggaaacctgtcg tgccagctgcattaatg
aatcggccaacgcgcggggagaggcggtttgcgtattgggcgctcttccgc ttcctcgctcactgact
cgctgcgctcggtcgttcggctgcggcgagcggtatcagctcactcaaagg cggtaatacggttatcc
acagaatcaggggataacgcaggaaagaacatgtgagcaaaaggccagcaa aaggccaggaaccgtaa
aaaggccgcgttgctggcgtttttccataggctccgcccccctgacgagca tcacaaaaatcgacgct
caagtcagaggtggcgaaacccgacaggactataaagataccaggcgtttc cccctggaagctccctc
gtgcgctctcctgttccgaccctgccgcttaccggatacctgtccgccttt ctcccttcgggaagcgt
ggcgctttctcatagctcacgctgtaggtatctcagttcggtgtaggtcgt tcgctccaagctgggct
gtgtgcacgaaccccccgttcagcccgaccgctgcgccttatccggtaact atcgtcttgagtccaac
ccggtaagacacgacttatcgccactggcagcagccactggtaacaggatt agcagagcgaggtatgt
aggcggtgctacagagttcttgaagtggtggcctaactacggctacactag aagaacagtatttggta
tctgcgctctgctgaagccagttaccttcggaaaaagagttggtagctctt gatccggcaaacaaacc
accgctggtagcggtggtttttttgtttgcaagcagcagattacgcgcaga aaaaaaggatctcaaga
agatcctttgatcttttctacggggtctgacgctcagtggaacgaaaactc acgttaagggattttgg
tcatgagattatcaaaaaggatcttcacctagatccttttaaattaaaaat gaagttttaaatcaatc
taaagtatatatgagtaaaaatattccggaattgccagctggggcgccctc tggtaaggttgggaagc
cctgcaaagtaaactggatggctttcttgccgccaaggatctgatggcgca ggggatcaagatctgat
caagagacaggatgaggatcgtttcgcatgattgaacaagatggattgcac gcaggttctccggccgc
ttgggtggagaggctattcggctatgactgggcacaacagacaatcggctg ctctgatgccgccgtgt
tccggctgtcagcgcaggggcgcccggttctttttgtcaagaccgacctgt ccggtgccctgaatgaa
ctgcaggacgaggcagcgcggctatcgtggctggccacgacgggcgttcct tgcgcagctgtgctcga
cgttgtcactgaagcgggaagggactggctgctattgggcgaagtgccggg gcaggatctcctgtcat
cccaccttgctcctgccgagaaagtatccatcatggctgatgcaatgcggc ggctgcatacgcttgat
ccggctacctgcccattcgaccaccaagcgaaacatcgcatcgagcgagca cgtactcggatggaagc
cggtcttgtcgatcaggatgatctggacgaagagcatcaggggctcgcgcc agccgaactgttcgcca
ggctcaaggcgcgcatgcccgacggcgaggatctcgtcgtgacccatggcg atgcctgcttgccgaat
atcatggtggaaaatggccgcttttctggattcatcgactgtggccggctg ggtgtggcggaccgcta
tcaggacatagcgttggctacccgtgatattgctgaagagcttggcggcga atgggctgaccgcttcc
tcgtgctttacggtatcgccgctcccgattcgcagcgcatcgccttctatc gccttcttgacgagttc
ttctgaaccggtaatattattgaagcatttatcagggttattgtctcatga gcggatacatatttgaa
tgtatttagaaaaataaacaaataggggttccgcgcacatttccccgaaaa gtgccacctgacgtcta
agaaaccattattatcatgacattaacctataaaaataggcgtatcacgag gccctttcgtctcgcgc
gtttcggtgatgacggtgaaaacctctgacacatgcagctcccggagacgg tcacagcttgtctgtaa
gcggatgccgggagcagacaagcccgtcagggcgcgtcagcgggtgttggc gggtgtcggggctggct
taactatgcggcatcagagcagattgtactgagagtgcaccaattggtcga cctcgagttaattaacg
ta (2507) 
 
 


